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DETECTION OF PATHOGENIC BACTERIA CONTAMINATED
IN READY-TO- EAT SALAD

Wachiraprun Musika, Chonchanok Muangnapoh, Orasa Suthienku!, Fuangfa Utrarachkij

Department of Microbiology, Faculty of Public Health, Mahidol University

email: musika33@hotmail.com

Abstract

The consumption of bacterial contaminated food is one of the major causes of diarrheal diseases
in Thailand. Salmonella spp., Staphylococcus aureus and Fscherichia coli are common bacteria that can causes
food-borne diseases. The objective of this study was to evaluate the contamination of pathogenic bacteria,
Salmonella spp. and Staphylococcus aureus. The potential health risk indicator, £ coli was also detected.
Atotal of 125 ready-to-eat salad samples were collected from street food vendors in Bangkok and Nonthaburi
province during January to March 2021. Two types of ready-to-eat salad, mixed ready-to-eat salad (n=60) and
roll ready-to-eat salad (n=65) were investigated for the bacterial contaminants by conventional culture method.
The overall contamination of Salmonella spp. S. aureus and E. coli in study salad samples were 13.6% (17/125),
60.8% (76/125) and 56.0% (70/125), respectively. The high contamination rate of Salmonella spp. (15.4%,
10/65), S. aureus (63.1%, 41/65) and E. coli (61.5%, 40/65) were found in roll ready-to-eat salad, of which not
significant higher than those in mixed salad. The results revealed the significant higher contamination rates of
S. aureus (80%, 28/35) in salad samples collected from street vendors in Nonthaburi province (p<0.05), while
the significant higher contaminated E. coli (63.3%, 57/90) was observed in salad samples collected from street
vendors in Bangkok areas (p<0.05). This study declared the high contamination of potential pathogenic bacteria,
espedially Salmonella spp. in ready-to-eat salad collected from street vendors. This information on the risk of
ready-to-eat salad would be alarming message for conducting measurement control and improvement of street

food hygiene to safe the consumers and reduce the food-borme diseases.

Key word: pathogenic bacteria, ready- to- eat salad, Salmonella spp., Staphylococcus —aureus,

Escherichia coli
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(Tong, et al., 2015, Ali, et al., 2017), (Abakari, et al., 2018) MnnUszliuanmgnisiuthovesssnsiialaniuy
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UssLANEan Salmonella spp. S.aureus E.coli
adnlsa (n=65) 15.4% 63.1% 61.5%
(10/65) (41/65) (40/65)
AT (n=60) 11.7% 58.3% 50.0%
(7/60) (35/60) (30/60)
Total 13.6% 60.8% 56%
(17/125) (76/125) (70/125)
P value 0.545 0.587 0.194
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P value 0.659 0.006 0.008
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ludszinaniur wunsvuidoude Salmonella spp. Tuadadnnyeusuuszniusedugeds fovas 76.7
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